
Chapter 5 Study Guide

1.  You are responsible for all of the chapter summary and all my web notes.  If I give you a
sequencing problem, there won’t be any disulfide linkages you’ll have to worry about.
2.  What is the primary structure of a protein?  Primary structure is covalent, whereas higher
order structure (secondary, tertiary, quaternary) is noncovalent.
3.  Most proteins have between 100 - 1000 residues.  Some proteins have multiple subunits.  
4.  Protein purification

- What are effects of pH and temperature on proteins?  
- What precautions should be used when dealing with proteins?
- What are examples of assays that detect presence of proteins (ELISA, RIA)?  
- How can knowledge of  protein solubility as a function salt concentration be useful in

isolating a protein of interest?  
- What is chromatography and what types are employed in protein purification?  

5.   Purification terms to know: salting in, salting out, mobile phase, stationary phase, paper
chromatography, ion exchange (cation and anion) chromatography, hydrophobic interaction
chromatography, gel filtration, electrophoresis, SDS PAGE, capillary electrophoresis, density
gradient ultracentrifugation
6.  Be able to do a sequencing problem such as described in class, as illustrate in Figure 5-20,
and as illustrated in the example given in the web notes.  You don’t have to know chemical
details of end group analysis, Edman technique, disulfide bond analysis, etc.  Know the strategy.  
7.  Sequencing terms to know: end group analysis (no details), Edman technique (no details),
endopeptidase, carboxypeptidase, amino peptidase, trypsin, chymotrypsin, cyanogen bromide
(see Table 5-3, which will be supplied in the event that you are given a sequencing problem).
8.  Protein evolution: Cytochrome c story.
9.  Evolution terms to know.  evolutionary conservative proteins, invariant, conservative
substitution, hypervariable, gene duplication protein modules.
10.  Figures: 3, 4, 5, 6, 7, 8, 10, 13, 20, 26
11.  Problems: see web notes


